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3 <11U> APPLICANT: JOHN HOPKINS UNTVERSTTi' SCHOOL OF MEDTCINR 

4 Jeffrey, RoLhstoin 

5 Jackson, Mandy 

6 Lin, Glenn 

7 Law, Robert 

9 Orlov, Irina 



10 <120> TITLE OF INVENTION: GLUTAMATE TRANSPORTER ASSOCIATED PROTEINS AND METHODS OE USE THEREOF 

12 <130> FILE REFERENCE: JHU16 50-2 

C--> 14 <i4 0> CURRENT APPLICATION NUMBER: US/09/69 5,79 5 

C--> 14 <141> CURRENT FILING DATE: 2000-10-23 

14 <15 0> PRIOR APPLICATION NUMBER: 50/161,007 

15 <151> PRIOR FILING DATE: 19 99-10-23 
17 <160> NUMBER OF SEQ ID NOS : 22 

19 <170> SOFTWARE: Patentin version 3.0 

21 <210> SEQ ID NO: 1 

2 2 <211> LENGTH: 7 240 

2 3 <212> TYPE; DNA 

24 <213> ORGANISM: Rattus 

26 <220> FEATORE: 

27 <22X> NAME/KEY: CDS 

28 <222> LOCATION: (1)..(7164) 

3 0 <4 00> SEQUENCE: 1 

31 atg age age acc ctg tea ccc act gac ttc gac age ttg gagatccag 48 

3 2 Met Ser Ser Thr Leti Ser Pro Thr Asp Phe Asp Ser Leu Glu lie Gin 

33 1 5 10 15 

3 5 ggc cag tae agt gac ate aae aac cgc tgg gac ctg ccc gac tea gat 96 

36 Gly Gin Tyr Ser Asp lie Asn Asn Arg Trp Asp Leu Pro Asp Ser Asp 

37 20 25 30 

39 tgg gac aat gac age agt tea gee cgc etc ttt gag agg tec aga att 144 

40 Trp Asp Asn Asp Ser Ser Ser Ala Arg Leu Plie Glu Arg Ser Arg lie 

41 35 4 0 4 5 

4 3 aag gcc ctg gca gat gag cga gaa gcc gtg cag aag aaa acc ttc acc 19 2 
4 4 Lys Ala Leu Ala Asp Glu Arg Glu Ala Val Gin Lys Lys Thr Phe Thr 

4 5 50 55 6 0 

4 7 aag tgg gtg aac tec cac ctg gcc egg gtg aca tgc egg g tg gga gac 24 0 

4 8 Lys Trp Val Asn Ser His Leu Ala Arg Val Thr Cys Arg Val Gly Asp 

4 9 G5 70 7 5 80 

51 ctg tac age gac ctg egg gac ggg cgc aae etc ctg agg etc ctg gag 28 8 

5 2 Leu Tyr Ser Asp Leu Arg Asp Gly Arg Asn Leu Leu Arg Leu Leu Giu 
53 85 90 95 

5 5 gtg ct;c teg gga gag acc ctg eca aaa ccc acc aag ggc egg atg egg 3 36 

56 Val Leu Se.f Gly Glu Thr Leu Pro Lys Pro Thr Lys Gly Arg Met Arg 

57 100 105 110 

59 att cac Lgc ctg gag aat gtc gac aaa gca ctg cag ttc ctg aag gag 38 4 

60 lie His Cys Leu Glu Asn Val Asp Lys Ala Leu Gin Phe l.eu Lys Giu 

61 115 120 125 

63 cag aag gtg cac ctg gaa aac atg ggc tec cac gac att gtg gat ggg 43'2 
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ctg 


gcg 


ttc 


tat 


acc 


atg 


etc 


age 


gag 


gcc 


ggg 


get 


tgt 


2592 


2 44 


Glu 


Ala 


Ala 


Le u 


Ala 


Phe 


Tyx^ 


Thr 


Met 


Leu 


Ser 


Glu 


Ala 


Gly 


Ala 


Cys 




245 




850 










855 










860 












247 


999 


ct:c 


tgg 


g ta 


gag 


gag 


aag 


gag 


cag 


tgg 


etc 


aac 


ggg 


Ctg 


gcc 


eta 


264 0 


248 


Gly 


Leu 


Trp 


Va 1 


Glu 


Glu 


Lys 


Glu 


Gin 


Trp 


Le u 


Asn 


Gly 


Leu 


Ala 


Leu 




24 9 


865 










870 










875 










800 




251 


CcL 


9^9 


cgc 


ctg 


gag 


gac 


ccg 


gag 


9^-9 


gtc 


caa 


cag 


agg 


ttt 


gag 


acc 


2680 


252 


Pro 


Glu 


Arg 


Leu 


Glu 


Asp 


Pro 


Glu 


Val 


Va 1 


Gin 


Gin 


Arg 


Phe. 


Glu 


Thr 




253 










885 










890 










895 






255 


tta 


9^9 


ccc 


gaa 


atg 


aac 


gcc 


ctg 


get 


gea 


egg 


att 


act 


get 


gtc 


agt 


2736 


256 


Leu 


Glu 


Pro 


Glu 


Met 


Asn 


Ala 


Leu 


AlQ 


Ala 


Arg 


He 


Thr 


Ala 


Val 


Ser 




257 








900 










905 










9.10 








259 


gac 


ata 


get 


9^9 


cag 


Lty 


ctg 


aag 


gcc 


agt 


cca 


cca 


ggc 


aag 


gac 


cgc 


2784 
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260 


Asp 


lie 


Ala 


Glu 


Gin 


Leu 


Leu L; 


/s Ala Ser Pro Pro Gly 


' Lys 


. Asp Arg 




261 






915 








920 








925 








263 


ate 


att 


qgc 


aec 


eag 


gag 


cag etc aac caa agg tgg cag eacj 


' ttc agg 


28 3 2 


264 


lie 


He 


Gly 


Thr 


Gin 


Glu 


Gin Leu Asn Gin Arg Trp Gin 


t Gin 


. Phe Arg 




265 




930 










935 








940 










267 


tec 


etg 


gca 


99 1 


ggc 


aaa 


aag gca get etg aca tea gee 


: ctcj 


; age ate 


2880 


268 


Ser 


Leu 


Ala 


Gly 


Gly 


Lys 


Lys Ala Ala Leu Tlir Ser Ala 


I Leu 


: Ser He 




269 


94 5 










950 








955 








960 




271 


catj 


aa t 


tae 


cac 


eta 


gag 


tgc aca gag acc cag gcc tgg 


f atg 


I age 


1 gaa 


2928 


272 


Gin 


Asn 


Tyr 


His 


LGU 


Glu 


Cys Thr Glu Thr Gin Ala Trp Met 


; Arg Glu 




273 










96 5 








970 








975 




275 


a at] 


aec 


a a g 


gtc 


att 


gag 


tet aec cag gac eta ggc aat gat 


: ct;^ 


1 get 


2976 


276 


Ly s 


Thr 


Lys 


Val 


lie 


Glu 


Ser Thr Gin Asp Leu Gly Asn 


I Asp 


> Let 


I Ala 




277 








980 








985 








990 






279 




gtg 


etg 


gee 


etg 


cag 


egg aag < 


::tg gca ggc act gag aga gat etg 


3024 


280 


Gly 


Val 


Leu 


Ala 


Leu 


Gin 


Arg L^ 


/s Leu Ala Gly Thr Glu Arg Asp Leu 




201 






995 








1000 








1005 








28 3 


gaa 


gee 


a to 


Let 


gcc 


egg 


gt-g 


ggf- 


gag 


etg 


acc 


caa 


gag 


gca 


aat 


306 9 


284 


Glu 


Ala 


Tie 


Ser 


Ala 


Arg 


Va 1 


Gly 


Glu 


Leu 


Th r 


Gin 


G'J.u 


Ala 


Asn 




285 




1010 










1015 










1020 










287 


get 


ttg 


get 


get 


ggg 


cac 


cca 


gcc 


caa 


gcc 


cet 


gcc 


ate 


aac 


aca 


3114 


286 


Ala 


Leu 


Ma 


Ala 


Gly 


His 


Pro 


Ala 


Gin 


Ala 


Pro 


Ala 


He 


Asn 


Thr 




289 




:i 02 5 










1030 










1035 










291 


egg 


ett 


gga 


gag 


gtt 


caa 


act 


gga 


tgg 


gag 


gat 


ctt 


egg 


gca 


acc 


3159 


292 


Arg 


Leu 


Gly 


Glu 


Val 


Gin 


Thr 


Gly 


Trp 


Glu 


Asp 


Leu 


Arg 


Ala 


Tlir 




29 3 




1040 










1045 










1 U 5 0 










2 95 


atg 


ag9 


egg 


aga 


gaa 


gag 


tec 


etg 


99t 


gag 


get 


eg a 


egg 


etg 


caa 


3204 


290 


Me t 


Arg 


Arg 


Arg 


Glu 


Glu 


Ser 


Leu 


Gly 


Glu 


Ala 


Arg 


Arg 


Leu 


Gin 




297 




10 5 5 










1060 










1065 










299 


gat 


tte 


etg 


cgc 


age 


tLa 


gat 


gac 


ttc 


cag 


gcc 


tgg 


eta 


ggc 


cgc 


324 9 


300 


Asp 


PllG 


Leu 


Arg 


Ser 


Leu 


Asp 


Asp 


PhG 


Gin 


Ala 


Trp 


Leu 


Gly 


Arg 




301 




;i 0 7 0 










1075 










1080 










303 


aca 


eag 


act 


get 


g ta 


gcc 


tct 


gag 


gaa 


gga 


cca 


gcc 


aec 


ctt 


cca 


3294 


3 04 


Thx^ 


Gin 


Thr 


Ala 


val 


Ala 


Ser 


Glu 


Glu 


Gly 


Pro 


Ala 


Thr 


Leu 


Pro 




305 




108 5 










1090 










109 5 










3 07 


gag 


gca 


gaa 


gcc 


etc 


tta 


gee 


cag 


eat 


gca 


get 


etg 


egg 


gga 


gag 


3 3 3 9 


308 


Glu 


Ala 


Glu 


Ala 


Leu 


Leu 


Ala 


Gin 


His 


Ala 


Ala 


Leu 


Arg 


Gly 


Glu 




309 




1100 










1105 










1110 










311 


gtg 


gag 


aga 


gcc 


cag 


age 


gag 


tae 


age 


cgc 


etc 


agg 


ace 


ttg 


9ge 


3 38 4 


312 


VaL 


Glu 


Arg 


Ala 


Gin 


Ser 


Glu 


Tyr 


Ser 


Arg 


Leu 


Arg 


Thr 


Leu 


Gly 




3;i3 




1115 










1120 










1125 










315 




gag 


gtg 


acc 


aga 


gac 


cag 


get 


gat 


eec 


caa 


tgc 


etc 


ttc 


etc 


3429 


316 


Glu 


Glu 


Val 


Thr 


Arg 


Asp 


Gin 


Ala 


Asp 


Pro 


Gin 


Cys 


LeMi 


Phe 


Leu 




317 




1 130 










1135 










1140 










319 


aga 


cag 




etg 


gaa 


gcc 


Ctt 


gga 


acc 


ggc 


tgg 


gag 


gag 


etg 


ggt 


34 7 4 


320 


Arg 


Gin 


Arg 


Leu 


Glu 


Ala 


Leu 


Gly 


Thr 


Gly 


Trp 


Glu 


Glu 


Leu 


Gly 




321 




114 5 










1150 










1155 










32 3 


cgc 


atg 


Lgg 


9^9 


age 


egg 


caa 


ggc 


cgc 


ttg 


gcc 


caa 


gee 


eat 


ggc 


3 519 


324 


Arg 


Met 


Trp 


Gl U 


Ser 


Arg 


Gin 


Gly 


Arg 


Leu 


Ala 


Gin 


Ala 


His 


Gly 
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